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1. Apo E genotype (#5 kv E & %)

2. MTHFR Gene testing ( & fi& & 328 F1##))

3. Huntingtons disease ( % 7 #f # iz )

4. Fragile X Syndrome (X % ¢ %8347 7% )

5. Spinal muscular atrophy ( # ¥4 svp % 4 gha A TR

6. JAK2-V617F Mutation (JAK2-V617F % % )

7. NUDTI15 Genotyping (NUDTI15 & %14])
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11= JAK2-V617F Mutation i Mutant
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